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TsAbs induce cytokine release in PBMCs only in the presence of TAA-expressing tumor cells

TsAbs are designed to have reduced affinity for CD3 and CD28

Although T-cell recruiting bispecific antibodies have shown
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Figure 6: Assessment of cytokine release by TsAbs 1-3 by TAANeh and TAA!®W expressing cell lines and human PBMC coculture assay (A). Cytokine release
by plate coated and soluble antibodies using human PBMCs (B)

Structure and Screening of TsAbs
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Figure 1: Structure of TsAb formats (A) Key attributes of TsAb formats (B) SDS PAGE image (reducing and non-reducing) for TsAb formats (C)
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Figure 5: BioGlo assessment of tumor cytotoxicity in TAA"8" (A), TAA™< (B) and TAA'™Y (C) expressing cell lines co-cultured with human PBMLC. combinations with immune Checkpo|nt inhibitors for the treatment of solid tumors.

Figure 2: TAA-binding of TsAb assessed by ELISA (A) or flow cytometry-based assay on TAA over expressing cancer cell line (B) Cytotoxicity data presented is normalized to human IgG



